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Virtual Meeting Code of Conduct

Policy:

The Association for Molecular Pathology (AMP) is committed to providing a friendly, comfortable,
and welcoming virtual event environment for all, regardless of gender, sexual orientation, disability,
race, ethnicity, religion, national origin, age, gender identity, or any other demographic group. We
expect all attendees, media, speakers, AMP staff and volunteers, vendors/contractors, guests, and
exhibitors to take an active role in providing a safe and positive experience for everyone by
conducting themselves in a professional and lawful manner.

Unacceptable behavior can take many forms, including words, messages, posts within a virtual or
social media platform, or actions. For example, intimidation, unwelcome sexual advances, or
abusive or vulgar language. Such behavior from any participant in an AMP activity, attendees, users
of online services, media, presenters, AMP staff and volunteers, vendors/contractors, guests, and
exhibitors, will not be tolerated.

Anyone asked to stop unacceptable behavior is expected to comply immediately. If a participant is
found to have engaged in unacceptable behavior, the AMP Executive Director will determine
appropriate action to be taken, if any, which may include expulsion from the AMP activity, without
refund, and/or contacting local law enforcement authorities. The Board of Directors may consider the
matter for additional action.

While we cannot influence behavior outside of the virtual platform, we expect all participants at AMP
virtual events and meetings to abide by this Code of Conduct in all venues, including whatever
virtual platform being used, ancillary events and all social gatherings. All participants are responsible
for their own conduct. Anyone who is the recipient of unacceptable behavior should feel free to
speak up without any fear of retaliation.

Expected Behaviors

< AMP holds its collegial community in high value. Do your part to give everyone you
encounter an enjoyable experience so they remember you and the meeting favorably.

- Exercise consideration and respect in your speech, written text and actions.

< Abstain from all demeaning, discriminatory, or harassing behavior and language when
communicating with others.

- Respect the fact that slides and e-posters may include unpublished work so if a speaker or
author requests that slides or posters not be “photographed,” do not download, take a screen
shot, photograph or video your screen, or otherwise retain them.

< Do not video, audio, or otherwise record presentations.

- Slides and/or handouts available within the virtual platform may be downloaded for non-
commercial use. Scientific integrity mandates that speakers and authors be acknowledged.

- Registrations are for individual access. Please do not share or broadcast the meeting to a
group or share your platform login access with anyone else.

< Be mindful of your fellow participants. Alert the AMP Meetings Department
at meetings@amp.org or at the Virtual Meeting Help Desk if you notice behavior that violates
this Code of Conduct.



mailto:meetings@amp.org

Unacceptable Behaviors

Unacceptable Behaviors at AMP Virtual Events Include:

< Intimidating, harassing, abusive, discriminatory, derogatory or demeaning speech, written
text, or actions

< Harmful or prejudicial verbal or written comments, jokes, or visual images related to gender,
sexual orientation, disability, race, ethnicity, religion, national origin, age, gender identity, or
any other demographic group

- Use of provocative and/or sexual images, including in presentation slides, posts within a
virtual or social media platform, and in exhibit booths

< Intimidation in any form, such as virtual stalking

e Unwelcome or uninvited attention or contact

- Real orimplied threat of harm of any type, including physical, professional, or financial

< Retaining, by any means, slides, presentations, or posters when the presenter/author
requests “no photography” or otherwise indicates this directive.

< Disruption of sessions or other events

< Failure to follow the directives of the session moderators or AMP staff

What To Do If You Observe or Experience Conduct That Violates this Code of Conduct:

< Anyone who is the recipient of unacceptable behavior should feel free to speak up without
any fear of retaliation.

< Please contact the AMP Meetings Department at meetings@amp.org or at the Virtual
Meeting Help Desk if you notice behavior that violates this Code of Conduct. All reports will
be kept confidential to the extent possible while allowing for effective investigation and
response.

- AMP Staff will help participants contact relevant authorities, and otherwise assist those
experiencing conduct that violates this Code of Conduct. We value your participation with
AMP, and want your experience to be professionally rewarding and personally enjoyable.
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ASSOCIATION FOR MOLECULAR PATHOLOGY

AMP Award for Excellence
In Molecular Diagnostics 2020

Dennis Lo, FRS

The Chinese University of Hong Kong



ASSOCIATION FOR MOLECULAR PATHOLOGY

Jeffrey A. Kant Leadership Award 2020

For Exceptional Leadership in Advancing the Mission and
Goals of the Association for Molecular Pathology

Karen P. Mann, MD, PhD

Grady Health System
Emory University School of Medicine
Atlanta, GA



ASSOCIATION FOR MOLECULAR PATHOLOGY

AMP Meritorious Service Award 2020

Ronald M. Przygodzki, MD
Department of Veterans Affairs, Veterans Health
Administration, Office of Research & Development,
Washington, DC



ASSOCIATION FOR MOLECULAR PATHOLOGY

Registration Support Awards 2020

Trainees

Sara Akhavanfard, MD, PhD - Nationwide Children's Hospital, Columbus, OH

Erica Kay Barnell - Washington University School of Medicine, Saint Louis, MO

Isabel Betancor Fernandez - Hospital Universitario de Canarias, San Cristébal de La Laguna, Santa Cruz de
Tenerife, Spain

Kelly E. Craven, MD, PhD - Johns Hopkins University School of Medicine, Baltimore, MD

Pratik Deb, MD, PhD - Rutgers New Jersey Medical School, Newark, NJ

Ryan DeCoste, MD - QEII Health Sciences Centre, Nova Scotia Health Authority, Halifax, Nova Scotia,
Canada

Samreen Fathima, MD - Baylor University Medical Center, Dallas, TX

Matthew Gayhart, MD - Cedars-Sinai Medical Center, Los Angeles, CA

Lisa Lansdon, PhD - Children's Mercy Kansas City, Kansas City, MO

Cullen M. Lilley, MA - Loyola University Chicago Stritch School of Medicine, Maywood, IL

Andres G. Madrigal, MD, PhD - Oregon Health & Science University, Portland, OR

Marilena Melas, PhD - Institute for Genomic Medicine/ Nationwide Children's Hospital, Columbus, OH
Vamsi Parini - The Johns Hopkins University School of Medicine, Baltimore, MD

Vanessa Smith, MD - Duke University Health System, Durham, NC

Yian Wang - Coder School, Irvine, CA

Technologists

Ayah Abdulhamid - Children's Mercy Hospital, Kansas City, MO

Diana Gerrard - University of Vermont Medical Center, Burlington, VT
Egiebade Iriabho - The University of Alabama at Birmingham, Birmingham, AL
Krupa Jani - Memorial Sloan Kettering Cancer Center, New York, NY
Brittany Jones - St.Jude Children's Research Hospital, Memphis, TN
Julie Joyce - Children's Mercy Hospital, Kansas City, MO

Melissa Remmel - Inflammatix, Burlingame, CA

Jeffery Schubert - Children's Hospital of Philadelphia, Philadelphia, PA
Susan Shumaker - St. Jude Children's Research Hospital, Memphis, TN
Patricia L. Stow - St. Jude Children's Research Hospital, Memphis, TN
Rebecca Wallace - St. Jude Children's Research Hospital, Memphis, TN



ASSOCIATION FOR MOLECULAR PATHOLOGY

Registration Support Awards 2020

Individuals Underrepresented in Medicine

Adewole Adegboruwa, MS - Magnolia Diagnostics LLC, Dallas, TX

David O. Henriquez Ticas, MD - Baylor College of Medicine, Houston, TX
Patricia Hernandez, MD - Institute for Systems Biology, Tucson, AZ

Peter Louis, MD, JD, MT (ASCP) - Vanderbilt University Medical Center, Nashville, TN
Jude Noel, MS - Virginia Commonwealth University Health, Richmond, VA

Veronica Ortega, BS, BA — UTHealth, San Antonio, TX

Residents of Lower-middle- and Lower-income Countries

Zeeshan Ahmed, MBBS - Aga Khan University Hospital, Karachi, Pakistan

Vincent Francis P. Castillo, MD - St. Luke's Medical Center - Global City, Taguig City, Metro Manila,
Philippines

Gauri Deshpande, MD - Tata Memorial Hospital, Mumbai, Maharashtra, India

Vivek Gupta, MD, PhD - Government Institute of Medical Sciences, Greater Noida, Uttar Pradesh, India
Zahra Hasan, PhD - Aga Khan University, Karachi, Pakistan

Sawsan Ismail, MD - Tishreen University Hospital, Lattakia, Syria

Sudha S. Murthy, MD - Datar Cancer Genetics Ltd, Nashik, Maharashtra, India

Shano Naseem, MD - Postgraduate Institute of Medical Education and Research, Chandigarh, India
Ruhul Quddus, MBBS - Aga Khan University Hospital, Karachi, Pakistan






Session Date

Monday November 16
11:30am - 1:00pm

Monday November 16
1:.00pm - 2:00pm

Monday November 16
1:.00pm - 2:00pm

Monday November 16
1:.00pm - 2:00pm

Monday November 16
1:.00pm - 2:00pm

Monday November 16
1:.00pm - 2:00pm

Monday November 16
3:00pm - 4:.00pm

Monday November 16
3:00pm - 4:.00pm

Monday November 16
3:00pm - 4:.00pm

Monday November 16
3:00pm - 4:00pm

Monday November 16
3:00pm - 4:.00pm

Tuesday November 17
12:00pm - 1:00pm

Tuesday November 17
1:.00pm - 2:00pm

Tuesday November 17
1:.00pm - 2:00pm

Tuesday November 17
1:.00pm - 2:00pm

Tuesday November 17
3:00pm - 4:.00pm

Tuesday November 17
3:00pm - 4:.00pm

Tuesday November 17
3:00pm - 4:.00pm

Tuesday November 17
3:00pm - 4:.00pm

Tuesday November 17
3:00pm - 6:00pm

Tuesday November 17
4:00pm - 5:30pm

Session Title

AMP Award for
Excellence in Molecular
Diagnostics:
Presentation and
Lecture

Molecular Methods for
Discovery of Novel
Pathogens

Transitioning to hg38

Integrative Analysis of
the Tumor
Microenvironment

Targeted Therapies for
Constitutional Genetic
Disorders

Case Studies in
Infectious Diseases and
Solid Tumors

Implementation of
Molecular Infectious
Diagnostics Test at the
Point-of- Care

Laboratory Assurance
Compliance Solutions

Guidance for
Reevaluation and
Reanalysis of Genomic
Test Results

Case Studies in
Hematopathology and
Solid Tumors

Epigenetics in
Malignant Hematology

Single Cell Insights into
Myeloid Neoplasia

Platform Presentations
of Selected Genetics
Abstracts

Platform Presentations
of Selected
Hematopathology
Abstracts

Platform Presentations
of Selected Infectious
Diseases Abstracts

Practical Approaches
to Diagnostic
Stewardship of
Advanced Molecular
Tests

Single-cell
Sequencing/Slide-Seq:
A Scalable Method for
Spatially Resolved
Gene Expression Studies
Moving Towards
Clinical-grade HGVS
Nomenclature

Case Studies in
Genetics and
Hematopathology

Next-generation
Sequencing Assay
Development and
Validation

Variant Review and
Classification Workshop

Faculty

Dennis Lo, FRS

lan Schwartz, MD, PhD and Lea Starita

Justin Zook, PhD and Sabah Kadri, PhD

Thomas Gajewski, MD, PhD and Scott
Rodig, MD, PhD

Garry Cutting, MD

Eun Kim, MSC; Debbie Walley, MD;
William Webster, DO; Adam Fisch, MD,
PhD; and Matthew Gayhart, MD

Omai Garner, PhD and Raquel M.
Martinez, MBA, PhD

Justin Hammerling, MBA

Josh Deignan, PhD

Jessica Ziemba, MD; Jonathan Tsai,
MD, PhD; Audrey Jajosky, MD, PhD;
Sara Akhavanfard, MD, PhD; and Eric
Goold, MD

Maria Figueroa, MD

Koichi Takahashi, MD, PhD

Elan Hahn, MD; Diana Mandelker, MD,
PhD; Ozge Ceyhan-Birsoy, PhD; and
Dale Muzzey, PhD

Eitan Halper-Stromberg, MD, PhD;
Miguel Cantu, MD; Mia Donna
Dabrowski, MT(ASCP); and Lu Wang,
MD, PhD

Michael Tomasek, Priya Velu, MD, PhD;
Rossio Kersey, PhD; and Timothy
Blauwkamp, PhD

Daniel Diekema, MD, Neil Anderson
MD, Amanda Harrington, PhD, and D.
Jane Hata, PhD

Orit Rozenblatt-Rosen, PhD

Birgit Funke, PhD, Reece Hart, PhD,
Somak Roy, MD, and Ryan Schmidt,
MD, PhD

Kelly Rafferty, PhD, MS; Diana Toledo,
PhD, MS; Sjjawal Ahmad, MSc;
Marilena Melas, MSC; and and Won
Sok Lee, MD, MPH

Ryma Benayed, PhD, Eric Konnick, MD,
MS, Kurt Davies, PhD, Dara Aisner, MD,
PhD, and Jeremy Segal, MD, PhD

Laura Tafe, MD, Somak Roy, MD, Mark
Routbort, MD, PhD

CME/CMLE Eligible Hours
(Available through 2/15/21)

15

1.0

1.0

1.0

1.0

1.0

1.0

1.0

1.0

1.0

1.0

1.0

1.0

1.0

1.0

1.0

1.0

1.0

1.0

3.0

15

AMP 2020 ANNUAL MEETING & EXPO CREDIT TRACKER

https://amp20.amp.org/program/virtual-program/

SAMs Eligible Hours (Available
through 12/31/2020)

1.0

1.0

1.0

1.0

Number of hours attended of
session

Session Notes and Comments



Session Date

Tuesday November 17
4:00pm - 5:30pm

Tuesday November 17
4:00pm - 5:30pm

Tuesday November 17
4:00pm - 5:30pm

Wednesday November 18
12:00pm - 1:00pm

Wednesday November 18
1:00pm - 2:30pm

Wednesday November 18
1:.00pm - 2:30pm

Wednesday November 18
1:00pm - 2:30pm

Wednesday November 18
1:.00pm - 2:30pm

Thursday November 19
12:00pm - 1:00pm

Thursday November 19
1:.00pm - 2:00pm

Thursday November 19
1:00pm - 2:00pm

Thursday November 19
1:00pm - 2:00pm

Thursday November 19
3:00pm-4:00pm

Thursday November 19
3:00pm-4:00pm

Thursday November 19
3:00pm-4:00pm

Thursday November 19
3:00pm-4:00pm

Thursday November 19
3:00pm-4:00pm

Thursday November 19
4:00pm-5:30pm

Thursday November 19
4:00pm-5:30pm

Thursday November 19
4:00pm-5:30pm

Thursday November 19
4:00pm-5:30pm

Thursday November 19
4:00pm-5:30pm

Friday November 20
12:00pm - 1:00pm

Friday November 20 1:00pm
- 2:30pm

Session Title

High-Throughput
Functional and
Genomic Approaches
for Understanding
Germline and Somatic
COVID-19 Molecular
Testing: Experiences
from the Field

Laboratory Economics
During a Public Health
Emergency: Lessons
Learned (and still
learning) from the

Coronavirus Pandemic
Updates

Distributed Laboratories
and Third Party
Interpretation Services

Point-Counter Point:
Clinical Metagenomics
Is Worth the Juice

Early Detection and
Characterization of
Cancer Using cfDNA
and Distinction from
Bridging the Gap:
Molecular Tumor
Boards, Clinical Trials
Matching, and the

R/Iachine.Learning in
Health Care

Platform Presentations
of Selected Informatics
Abstracts

Platform Presentations

of Selected Solid Tumors

Abstracts

Platform Presentations
of Selected Technical
Topics Abstracts

True or False:
Interpretation
Challenges of Blood
Culture Identification

Addressing the Clinical
Laboratory Workforce
Shortage - Automation
and Robotics

Next-generation
Sequencing Assay
Development and
Validation Q&A

Tissue Stewardship:
Maximizing the
Information That Can
Be Provided by Small

Next Generation
Guidelines for Clinical
Sequencing: Translating
Regulations into

\_Nhat' Dd All These
Mutations Mean?

Genomics in Children:
Coming of Age

Enhanced Molecular
Diagnosis Through
Structural Variant
Detection

The Roadmap to
Recognition of
Molecular Professionals
as Qualified Healthcare
Strain Typing in Clinical
and Public Health

Laboratory: Migration to

Whole Genome

bepMapf The Cancer
Dependency Map
Project

Genomically-informed
Lymphoma
Classification

Faculty

Collin Tokheim, PhD and Jay Shendure,
MD, PhD

Teresa Karre, MD, Anthony Tran, DrPH,
MPH, Beth Marlowe, PhD, Michael
Bachman, MD, PhD

Erika Miller, JD, Samuel Caughron, MD,
Pranil Chandra, DO, and Jay Patel, MD,
MBA

Carlos del Rio, MD

Galil Javitt, MD, PhD, Matthew Lebo,
PhD, and Rakesh Nagarajan, PhD, MD

Steve Miller, MD, PhD, William Muller,
MD, PhD, Stephanie Mitchell, PhD, and
Debra Palazzi, MD

Pedram Razavi, MD, PhD and Victor
Velculescu, MD, PhD

Marios Giannakis, MD, PhD, and Mia
Levy, MD, PhD

Stephen Kingsmore, MD, DSc

Jagadheshwar Balan, Andrew Skol,
PhD, Andrea Sboner, PhD, and
Egiebade Iriabho, MSc

Cameron Beech, MD; Ryan DeCoste,
MD; Fumin Lin, PhD; and Erica Barnell,
PhD

Xiaotian Wang, PhD; Chris Karlovich,
PhD; Lei Zhang, and Ernest Lam

Richard Davis, PhD, and Susan Butler-
Wu, PhD

Jose Manuel Collados, ABB and
Susanne Norris-Zanto

Dara Aisner, MD, PhD; Ryma Benayed,
PhD; Kurt Davies, PhD; Eric Konnick, MD,
MS; and Jeremy Segal, MD, PhD

Sinchita Roy Chowdhuri, MD, PhD, and
Christopher Gilbert, DO

Birgit Funke, PhD and Annette Leon,
PhD, MS

Kelly Bolton, MD, PhD and Amy Dezern,
MD, MHS

Sharon Plon, MD, PhD and Jinghui
Zhang, PhD

Madhuri Hegde, PhD, Stephen Lincoln
and Nicole Hoppman, PhD

Charles Matthews, MPP; Andrea
Ferreira-Gonzalez, PhD; Elaine Lyon,
PhD; Tina Lockwood, PhD; and John

Schmitz, PhD

William Glover, PhD and Sanchita Das,
MD

William Hahn, MD, PhD

Sandeep Dave, MD and Javeed Igbal,
MS, PhD

CME/CMLE Eligible Hours
(Available through 2/15/21)

15

15

15

1.0

15

15

15

15

1.0

1.0

1.0

1.0

1.0

1.0

1.0

15

15

15

15

15

1.0

15

SAMs Eligible Hours (Available
through 12/31/2020)

1.0

1.0

1.0

15

15

Number of hours attended of
session

Session Notes and Comments



Session Date

Friday November 20 1:00pm
- 2:30pm

Friday November 20 1:00pm
- 2:30pm

Friday November 20 1:00pm
- 2:30pm

Friday November 20 1:00pm
- 2:30pm

Friday November 20 3:30pm
- 4:30pm

Session Title

Whole Genome
Sequencing for
Antimicrobial
Resistance Testing

Emerging Testing
Paradigms and Insights

Tumor Evolution and
Therapeutic Resistance

Next Generation Data:
Integration and
Dissemination of
Molecular Pathology

Gene Therapy for
Retinal Disorders

CME/CMLE Eligible Hours

Faculty (Available through 2/15/21)

Matthew Binnicker, PhD and Kimberlee

Musser, PhD

1.5
Steven Bleyl, MD, PhD, Scott Topper,
PhD, James Lu, PhD

15
Noam Auslander, PhD and Peter Van
Loo, PhD

1.5
Ahmet Zehir, PhD and Cihan Kaya, PhD

1.5
Elias I. Traboulsi, MD

1.0

TOTAL HOURS 59.5

SAMs Eligible Hours (Available
through 12/31/2020)

15

15

13.0

Number of hours attended of
session

Session Notes and Comments





























































































Poster Information

General Poster Information

e All poster will be on display in the “Poster Hall” of the AMP Virtual Platform. There, you'll be able...
0 View the ePosters (PDF File)
0 View Video Presentations (if submitted by author)

o Chat with and ask the authors questions during the designated Poster Presentations times (see
below). You will do this by using the “Chat” Function within each poster listing.

* Please note that poster-viewing is not eligible for Continuing Education credit.

e Abstracts can be viewed online here: https://www.jmdjournal.org/issue/S1525-1578(19)X0018-5

« Posters are arranged by category and listed in sequential order by number in the following format:

Poster Number Abstract Title
First Author's Name

= Key to poster categories:

G = Genetics | = Informatics
HP = Hematopathology OTH = Other
ID = Infectious Diseases ST = Solid Tumors

TT = Technical Topics

Award Applicant Information

« All Award Applicant posters display in Poster Number order in the areas of their subject category. They
are identified as Technologist or YIA Award Applicant within the Poster Title Listing.

e All Award Applicants must attend their posters on Tuesday, November 17, 1:00pm — 2:00pm for
interviews with members of the poster reviewing committees via the chat function within the virtual
platform.

Author/Presenter Information

e All First/Presenting Authors, including Award Applicants, must attend their posters either Tuesday
afternoon (even-numbered posters) or Thursday morning (odd-numbered posters):

o Even-numbered posters must be attended on Tuesday, November 17, 1:00pm — 2:00pm
0 0Odd-numbered posters will be attended on Thursday, November 19, 1:00pm — 2:00pm
« Authors who have more than one even- or odd-numbered poster may either ask another author to
attend their additional poster or attend it themselves during the other session. In the latter case, the

author should type a message in the chat function alerting attendees that they will attend the poster in
the alternate session.


https://www.jmdjournal.org/issue/S1525-1578(19)X0018-5

Poster Listing

Even numbered ePosters will be attended by their authors on Tuesday, November 17, 1:00pm —
2:00pm Eastern

Odd numbered ePosters will be attended by their authors on Thursday, November 19, 1:00pm — 2:00pm
Eastern.

GENETICS

GO01. Development and Validation of a High-Throughput Next-Generation Sequencing Assay from
Buccal Cell DNA as a Cost-Effective Screening Method for Celiac Genetic Risk
S. Gunn

GO02. Copy Number Variant Analysis Improves the Diagnostic Yield in a Cohort of Pediatric
Patients with Previously Negative Constitutional Exome Sequencing Results
E. Hahn

GO03. A Retrospective Study of Products of Conception with More Than 44,000 Specimens in 27
Years at a National Cytogenetic Reference Laboratory
H. Meng

G04. WITHDRAWN

GO05. Reevaluation of Genomic Test Results for Germline Disorders: A Framework of Critical
Considerations on Behalf of CLSI Document Development Committee (DDC) on Nucleic Acid
Sequencing (MM09)

J. Jdi

GO06. Single Gene Transcript Analysis and 3D Modeling: An Integrated Approach to Variant
Assessment
F. Vetrini

GO7. Detection of Allelic Dropout in a Mass Array HFE Genotyping Assay
A. Campbell

GO08. Result Interpretation for Clinical Exome and Genome Sequencing: On Behalf of CLSI
Document Development Committee (DDC) on Nucleic Acid Sequencing (MMQ9)
J. Buchan

GO09. Incidental Diagnosis of NR5A1-Related 46,XY Disorder of Testicular Development in Neonate
with Mosaic Partial Trisomy 2q
S. Vallee

G10. Optimization and Validation of a Sanger Sequencing Clinical Assay for Germline BRCA1/2
Gene Mutation Detection at King Hussein Cancer Center
W. Naser

G11. Mosaicism in Cancer Susceptibility Genes in Unselected Cancer Patients
D. Mandelker



G12. Presumed Germline Pathogenic Variants in Tumor-Only Sequencing: Frequency and Follow-
Up
D. Toledo

G13. Comparison of Universal versus Traditional Genetic Testing Models for Cancer Patients
0. Ceyhan-Birsoy

G14. The Prevalence and Distribution of Germ-Line Inherited Cancer-Associated Variants
T. Huard

G15. Characterization of Reference Materials for Spinal Muscular Atrophy Genetic Testing: A GeT-
RM Collaborative Project
T. Prior

G16. A Rare Single Nucleotide Variant Causing a False-Negative HTT CAG Repeat Expansion
Result in the Evaluation of a Patient for Huntington Disease
F. ElI-Sharkawy

G17. Amplification-Free Targeted Enrichment Powered by CRISPR-Cas9 and Long-Read Single
Molecule Real-Time Sequencing Can Efficiently and Accurately Sequence Challenging Repeat
Expansion Disorders

J. Ekholm

G18. A Single-Assay Diagnostic Workflow for Genotyping and Phasing SNPs with Repeat
Expansions for Allele-Selective Therapy in Huntington Disease
S. Statt

G19. Review of Analysis Methods for Repeat Expansion Diseases Using Capillary Electrophoresis
Data
M. Avenarius

G20. Test Validation and Characterization of Reference Materials for ADH5 Genotyping
A. Otsubo

G21. CYP2D6 Guided Methadone Dosing in a Multi-Ethnic Population: A Pharmacogenomic
Screen to Decrease Withdrawal Morbidity
C. Lum

G22. Developing DPYD Genotyping Method for Personalized 5-fluorouracil Therapy
B. Wong

G23. High-Throughput Fetal-Fraction Amplification Increases Analytical Performance of
Noninvasive Prenatal Screening
D. Muzzey

G24. A Software Tool That Prevents Incorrect Estimations of Gestational Age and Maternal Age at
Estimated Date of Delivery Reported by the College of American Pathologists NIPT Participant
Summary

Y. Wang

G25. Genetic Insights and Incidental Findings from Maternal Cell Contamination Testing
N. Kopp

G26. The Relationship between Variant Type and Phenotype among Diseases Screened by the
Foresight Expanded Carrier Screen
K. Karimi



G27. Two-Site Evaluation of a Rapid and Simple CFTR PCR/CE Assay and Software Targeting
Mutations across Diverse Ethnic Groups
S. Filipovic-Sadic

G28. SMN1 and SMN2 Copy Number Distribution in 733 Clinical Cases of Carrier Screening for
Spinal Muscular Atrophy
D. Toledo

G29. Proof-of-Concept for Single-Platform Trio Carrier Screening of FMR1, SMN1/2, and CFTR
Variants Using PCR and Capillary Electrophoresis with Consolidated Workflows
W. Laosinchai-Wolf

G30. The Single-Tube SLIMamp NGS Assay for Detection of Mutations Associated with
Thalassemia Is both Rapid and Robust
X. Wu

G31. Exploring Mosaic Mutations in Megalencephaly and Other Growth Disorders by Next-
Generation Sequencing
N. Madkhali

HEMATOPATHOLOGY

HO1. Personalized Medicine in Practice: Comprehensive Genomic Profiling of a Lung
Adenocarcinoma Leads to Reclassification of a Concurrent Lymphoma
P. Terraf

HO02. WITHDRAWN

HO3. Limitation in Confirming Low Allele Frequency Calls from Sensitive Cancer Assays: MSK
Experience with the LiquidPlex cfDNA Panel on Hematologic Samples
J. Jeon

HO4. Somatic Mutation Testing for Pediatric Patients with Known or Suspected Inherited Bone
Marrow Failure Syndromes
K. Fisher

HO5. A Highly Reproducible Single-Day FISH Assay for Detection of t(11;14) in Multiple Myeloma
Patient Samples
A. Prokhorova

HO06. Comparison of Capture-Based Next-Generation Sequencing Designs in a Clinical Myeloid
Neoplasm Panel
M. Dina

HO7. Clinical Utility of a Custom-Designed Next-Generation Sequencing (NGS) Panel for Detection
of Gene Fusions, Deletions, and Hotspot Mutations in Myeloid and Lymphoid Neoplasms
R. Starks

HO8. Genomic Landscape of Primary Breast Lymphoma Diffuse Large B-Cell Lymphoma (PB-
DLBCL)

L. Liu

HO09. Evaluation of the lon Torrent Oncomine Myeloid Sequencing Panel
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